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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 0^ l^^SH^E 

Source: ffpOO 

Date Processed by STIC: llZT )03 ^ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY Oh THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308^212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21help ( 2!uspto»gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help(fljUspt0.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
V ERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offiecs/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk7CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for th e 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://wvvw.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual -ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U S Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington. VA 22202 
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Raw Sequence Listing Error Summary 



ERROR DETECTED 



SUGGESTED CORRECTION 



SERIAL NUMBER: C 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleics The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent "wrapping." 

2 Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



3 Misaligned Amino 

Numbering 

4 Non-ASCII 



Variable Length 



10 



11 



12 



Patcntin 2.0 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 

(NEW RULES) 



Jnvalid <213> 
Response 



Use of<220> 



_PatentIn 2.0 ~ 
"bug" 



The numbering under each 5* amino acid is misaligned. Do not uso tab codes between numbers; 
use space characters, instead 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission Is saved In ASCII text. 

Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 
each n orXaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in PatmtTn version 2 0 has caused the <220> <r 223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically gciicime this sect: op. from th* 

previously coded nucleic acid sequence. Flcasc manually copy the relevant <220>-<223> section to 
the subsequent »rr»inn *Hd sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 



Sequences) 



missing If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences 

_ missing. If Intentional, please insert the following lines for each skipped sequence. 



Sequencers) _ 
<2I0> sequence \A number 
•^lOO""* sequ^n**^ id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequencers) 



missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



1 3 Misuse ot n n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch - 08/21/7001 
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RAW SEQUENCE LISTING 



US/09/202 / 549E 



. :.yr Se*. : A:\EP.txt 

Output Set: N:\CRF4\01272003\I20254 9E.raw 

CT : TsicrAis, Pn:i:p 



i ~ ■ 



:itle of invention: noclfic acid molecule i 

7 I LE REFERENCE: FCC096-11 

A 0-0- v . ~. -G O I OAT I ON NONE EE: r A c r ^ c '/I02,54 9E 
0 ORF.ENT FILING E'ATE : 199^-10-12 
-RICR APPLICATION NOME EE : FC'i / 97 / I C 4 c G 
:: FIC-K FILING JA:l: 1^97-00-07 

':■ Ai : F LI CAT I ON N OMEER : 00 60/019,8 76 
: AIOR FILING EA7E: 1 996-06-17 
:OMEEE OF SEO TO NOS : 7 0 

VCO : L NO: 1 



NHANC1NC GENE EXFRESSIC 



:'■ ■ O 1 . ■ A^.GaNI EM : A^t ] A c 13 I Seou^nce 

W--> 37 <?20> FEATURE: 

.A; -A^F- =-.T4Ft. INFORMATION: Gti-i Dinoinu :,>. M ,.c: 

W — > 39 <220> FEATURE: 

4u ■V:2lo NAME,P:EY: misc feature 



,,(JL,A. i AN : 



(1) 



0 HER INFORMATION: "n" is any nucleotide 



W--> 44 <220> FEATURE: 



4 0 



All 



NAME / P7~AA n^sc_[ e atur e 
OOAATOON: ! 9) . . (9) 
■OTHER INFORMATION: "n" is an 
0 FQUENCE : 1 
W--> 50 naaatcacng ca 



I Y A : I 



pot i 



EEATORE: 
W--> 60 <220> FEATURE : 



W--> 66 taaatcacng ca 



12 



12 



file: Ci'CRF+Outhold 1 YsrI202549E.htm 
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RAW SEQUENCE LISTING 

; a: :- :: : a; :- ; : ;.; ; :; : us/09/202 , 549E 



A: \EP. txt 

N: \CRF4\01272003\l202549E. raw 



W--> 76 <220> FEATURE 



W — > 81 <220> FEATURE: 



;ema: 



■r.v r:uc.ec::ae 



W — > 86 <220> FEATURE: 

£ - : •; : : 2 2 • L.OCAT] < 'N : { 4 ) . . ( 5 ; 
A^ ^.i.-. ^ • CA-iER A> E2A2iA7 I ON : M ^ M 



Ma 



a nsent, c r a : 



an (ciigoriuciect;( 



W- 

w- 



A? \^v;i i j i" co r e nucleotides^ 

■-> 92 <220> FIXTURE: 

OB ci2; • NAME' KEY : niisc_feii.it 
'^4 2 • L 20AT 1 1 'N : { 6 ) . . f n . 



I t-. It 



II _ IT 11 II 



, ci is accent, 02 



o n n uciectio e 



Oo ^^~^j^c_ or more nucleotides 
-> 98 <220> FEATURE: ' 



l ;o 



NAME ''KEY: no so texture 
- EOA'AT ! ON : ( ^ ) . . 1 ^ } 



11 ^11 _ 11 ^ n 



c r' is a o s e 1 1 l , (c r 



W- 



.igori",iCx'._j_^.uc o- • .. . 

"""102 ' -^q_wpt or more nucleotides 

104 ) :■ EEOUENOE 3 
■-> 105 nannnnacng ca 



12 



108 -:EL. 
100 OE l: 
Hi] 02 1. 

111 oil- 

112 ■ A. 2 1 
114 o22o 



2K0 lo NO: 4 
EENGTH: 2 4 
TYPE: DNA 

ORGAN ~3M: Artificial Sequence 
EEAT2A E : 

OTHER 1NEORMAI ION : Gfi-1 binding sequence 



W — > 115 <220> FEATURE: 



W- 



--> 121 <220> FEATURE : 



11 ^ ^, ■ r . _ 11 



W — > 126 <220> FEATURE: 



W--> 132 anaaaanaaa tcacngcata tgcc 



24 



tilc2 CiCRF4 Outhold VsrI202549E.htm 
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RAW SEQUENCE LISTING 

- a: • R : re :- : ; •-. : : :: : us/09/202 , 549E 

: ;* : A: \EP. txt 

E- t : N : \CRF4\01272003\I202549E . raw 





, .A ': fee- :ne 


- v ~ m ' c N : ." : * 


: -1 bir.di:. : 


- ^ * 
. 4 4 


4 i 2 ■ E rj, : _ ^ N E :~ '. 

1 J" 2 61 * C -3 C ^~ a C 


■5 g t.C8C 7 O C C t 


a t cct 0 1 ^ 




re ■ • oE-: id no 


: 6 






■ 1 1 ". • TEN ETE : : 


3 




" ' G 


E _ _ ■ O' : 1 : RN-. 






; 5 


A. ; • • ■ r. ER: 


Ar -Acial 






..rz • feature: : 






i b 5 


• OTHER INE 


'R^r.rt 1 j.'Ji\ I 1 j i 


i-I binding 


1 E *: 


:i v 1 ■ re; ':e:;oe : 

: :.:"-*. c :■ c 3. 7 it. 




= *■ - ^ ^ q - ^ 




- : ' 1 * EAEE I Ei NO 






I 6 : 


AAA • ELNGTK: . 


4 




1 6 1 


■ TVt E: DNA 






1 b . 


EA ■ Or. RANI EM : 


Ani: icidi 




. (: 4 


' 1 ' = • -TREERE- : 






1 ■ • 




ermatiea: : Rf 


' - b ^ r. i "' ^ 0 


i E , 


A ! ■ REOEENOE: 






1 O 


:.i -■i-cat .iq at ca 


■itqcct at cc 




2 ; I 










R A 1 1 EN 4 E !A 






i ■' ? 


R : R * M : E : ERA 






] 7 4 


AA ." E EHNA A : 




S cqaenco 


1 / 








1 "j 


eA: r ■ ethef. ine 


TRMATION : Gf 


2 - i binding 


l"t 1 


R ' . ■ EE'REEENOIE : 


8 




1~0 








Tc.l 


eA or reo i l ! n<; 


: 9 




IE 4 


ERR- EENGTH : 2 


4 




1 £ E 


ARE TYPE: DNA 






1 b 6 


RA Rr EAAANIoM: 


Artificial 


Sequence 


1 h h 








IE 9 


RE R 0 TEH EE. INE 


EAKAT TON : Gf 


i-E binding 


1 •? 1 


~ - : UE ' * 2F O^ENO" : 


9 




1 9 f 1 


... <1 R ' ^ ; - ■ a L ■ J d d .da 


ctgect a t c c 




























2 0 C 


A:20t r EAT REE : 







24 



24 
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RAW SEQUENCE LISTING 



:.: : :;: us/09/202 , 549E : 

: A:\EP.txt 

: N:\CRF4\01272003\I202549E.raw 



Pane 4 of S 



iz.R INEORKAj' 



nr.^ se cue nee 



r r^a^aata a c a t a t ■; 



; g t a-; 

:ca c . 



Q'-ag:a 



ceeaeaj c j jtttosi 



3 - :.:.3cc:t 



:!::t':-nU. eacqt ? 

a 3 -tqtat : a: atg r 

: -a* * ate ee :aa: 

taaftcetcj atatta 



3 2tg get 



gate tee 



00 a o t a l 



j^tgegg ttttggragt 
aa:tctc ca:c::cai:j 



1 1 : :l : 



etgc< 
,tg<;< 
■ 1 1 e< 
aca: - 
■ a cat < 



EE. 



- tt 

t 3 C 
3 3 t 

a a t 



HER IMRijRMATION : 

I'UENCE: 13 

ag etgaecgee^ aa 



Jiri^iriq seeae: 



geeaataggg actttccatt 
ggc agtacat eaagtgtate 
at g gcccgcc t ggc at t at g 
eat et aegt a ttagt cat eg 
gcgtqgatag eggtttgact 
gag: t t qt tt tggeaceaaa 



:ecce egggattgae 
33 2 atcaat g 
3tatgceaag 
z eeagt acat 
2 1 .3 1 1 a cca t 
taeggggagt 
^t eaaeggga 
get a ggegtgtacg 



gteaataatg aegtatgt- 
ggtggagtat 
taegeeece: 
gaeettatgg gaetttecta 
ggtgatgcgg ttttggeagt 
teea sgtcte 

gtgggaggtc tatataagea 



ttaeggtaaa 
attgaegtea 



t accccdt „ g 
t gt cgt a aca 



1 1 

1 * 

2 - 

31 

4 e e 
4 60 
500 



file: C: CRF4 Outhold VsrI2()254^)H.htm 
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RAW SEQUENCE LISTING 



aiie: at: ::: us/09/202 ,549E : 

e*_ : A:\EP.txt 

2- ' : N:\CRF4\01272003\I202549E.raw 



Pane 5 of X 



3 :r. 
3 03 

M 



3 1 J c: 

• * * : 

a • .a * 
3 3 : * 
ci * t U 

gage* 



211 
2 1 2 

El ? 



X - X - X 



2 -1 2 

3 4 6 



0 1 



■ :^ i.ji 

a 3 J.:": 



3 a, 



362 



jj: ci a : * * : : i a " * .: u* • • : *. : a a. ; ; a a* t ..; *. a : : a 

• ; .: * ; • : ' ' * : • : ' : * * : : ' ' : * ^ ' * C * : " " : * : : * 3 C . T ^ : ; 

: : * : : : ■ : ' : ; ..: ' ; : : ' ' : : -* • •. * * * - * H 3 3 : 

a a r . a : x .:: t * * :* * t *" ": a r ..: ..: • : : : ■: . : * a a a a a * t : ^ a 3, a 3 a \ .: * 
gcacc ci t t gacqcaa .a : : : • : r. x :.: • r r. : • .: gtggaaggta tat 
cgtti aq-acccot 

SE2 12 NO: 15 

LENGTH: I, 

TYPE: DNA 

OR-.: A!]:: SM: Artificial Sequence 
EEATUFGO 

OTHER I a FORMAT ION : Gfi-1 binding sequence 
EE /JEN IE: 15 



t : : • : a* 

* ' • : t t ^ 
' a ; ; • ; 

a t a a a a a 



EEO : E HO: 16 
TYPE: EN A 

SOGAIGSM: Artificial Sequence 
EEATEF.E: 

01 HER 1 1 J FORMAT I 3N : Gfi-1 binding sequence 
EF'ONF NOK : 1 6 

et c*, g t a 
SfV : a !J0: 17 
LENGTH : 1/ 
TYVE: ON A 

or.' -AN . 1 M : Artificial Sequence 
FT - TOP ~ : 

:t.':EF INE3TMATr2N: Gfi-1 bmima sequence 

2? t.-a. > ; a:.- . ] 7 

c a a 1 1 a a 
SEe IL NO: 18 
LENGTH: 12 
TYFE: 21IA 

ORGAN :SM: Artificial Sequence 
FEAT OF E : 

OTHEF INFORMATION: Gfi-1 binding sequence 
2EGUENCE : 18 
cao -c ca 
2Em Tfj uo: 1 9 
LENGTH: 12 
Ml EE: EN A 

2 F. NANISM: Artifi. ciai Sequence 

2TEEF INFORMATION: Gfi-1 binding sequence 
SEQUENCE: 19 
aa^tt aa 



EENGI H : 
TYPE: 2: 



filc://C:\CRF4 Outhold WsrI202549E.htm 
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RAW SEQUENCE LISTING ERROR SUMMARY : : 

a; ■ :.: :;, : : :;: us/09/202 , 549E :.; 

I:-.:--*- : A:\EP.txt 

Srx-~ : N:\CRF4\01272003\I202549E.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 




tile: C: CRF4 Outhokl VsrI2025-Wn.htm 
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VERIFICATION SUMMARY 

v. : :: : us/09/202 , 549E 



: A:\EP.txt 

: N:\CRF4\01272003\I202549E.raw 



1 : ^ -t x 

/ - ^ w ^ 



^:r.e sepa 
"Xaa" used, 

: 1 i r. e s e c a 



: _ C I" , v ^ ^ 

:c: S£Q I 



: j alter pes . : 
field icen;.: ; ie: 
:4 after cos . : 0 



file: C : CRF4 Outhold VsrI202549R.htm 
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